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Identify the report as a systematic review or a systematic review and meta-analysis.
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The abstract should be within 300 words. Use neither bibliographic references nor references to figures or tables in the abstract.
Background: Provide an explicit statement of the main objective(s) or question(s) the review addresses.
Methods: Specify the inclusion and exclusion criteria for the review. Additionally, specify the information sources (e.g. databases, registers) used to identify studies and the date when each was last searched. Clarify the methods used to assess risk of bias in the included studies. Moving on, describe the methods used to present and synthesize results.
Results: Give the total number of included studies and participants and summarize relevant characteristics of studies. Present results for main outcomes, preferably indicating the number of included studies and participants for each. If meta-analysis was done, report the summary estimate and confidence/credible interval, and when comparing groups, indicate the direction of the effect (i.e. which group is favored).
Conclusions: Provide a brief summary of the limitations of the evidence included in the review (e.g. study risk of bias, inconsistency and imprecision), and then present a general interpretation of the results and important implications.
[bookmark: _Hlk211935595]Level of evidence: Author should make the final determination of the study design and level of evidence based on the Centre for Evidence Based Medicine guidelines. Authors may refer to the definitions in the Level of Evidence table (https://www.cebm.ox.ac.uk/files/levels-of-evidence/cebm-levels-of-evidence-2-1.pdf).
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Introduction
Describe the rationale for the review in the context of existing knowledge. Provide an explicit statement of the objective(s) or question(s) the review addresses.
References must be numbered with superscripts according to their quotation order. When more than two quotations of the same authors are indicated in the main body, a comma must be placed between a discontinuous set of numbers, whereas an N-dash must be placed between the first and last numerals of a continuous set of numbers: “Kim et al. [1−3] insisted…” and “However, Lee et al. [4,5] showed opposing research results.”

Methods
Ethics statement
It is a literature-based study; therefore, neither approval by the institutional review board nor the obtainment of informed consent is required.

Eligibility criteria
Specify all study characteristics components described in the PICO framework or one of its variants. Specify the inclusion and exclusion criteria for the review and how studies were grouped for the syntheses.

Information sources
Specify all databases (e.g., PubMed, Embase), registers, websites, organizations, reference lists and other sources searched or consulted to identify studies. Additionally, indicate the date when each source was last searched or consulted.

Search strategy
Present the full search strategies for all databases, registers and websites, including any filters and limits used.

Selection process
Specify the methods used to decide whether a study met the inclusion criteria of the review, including how many reviewers screened each record and each report retrieved, whether they worked independently, and if applicable, details of automation tools (e.g. RCT classifier) used in the process.

Data collection process
Specify the methods used to collect data from reports, including how many reviewers collected data from each report, whether they worked independently, any processes for obtaining or confirming data from study investigators, and if applicable, details of automation tools (e.g. Covidence) used in the process.

Data items
List and define all outcomes for which data were sought. Specify whether all results that were compatible with each outcome domain in each study were sought, and if not, the methods used to decide which results to collect.
List and define all other variables for which data were sought. Additionally, describe any assumptions made about any missing or unclear information.

Study risk of bias assessment
Specify the methods used to assess risk of bias in the included studies, including details of the tool(s) (e.g. Cochrane ROB2, ROBINS-I) used, how many reviewers assessed each study and whether they worked independently, and if applicable, details of automation tools used in the process.

Effect measures
Specify for each outcome the effect measure(s) (e.g. WMD, odd ratio) used in the synthesis or presentation of results.

Synthesis methods
Describe the processes used to decide which studies were eligible for each synthesis. Subsequently, describe any methods required to prepare the data for presentation or synthesis, such as handling of missing summary statistics, or data conversions. Additionally, detail any methods used to tabulate or visually display results of individual studies and syntheses; to synthesize results and provide a rationale for the choice(s); to explore possible causes of heterogeneity among study results. Lastly, describe any sensitivity analyses conducted to assess robustness of the synthesized results.

Reporting bias assessment
Describe any methods used to assess risk of bias due to missing results in a synthesis (e.g., funnel plot, Egger test).

Certainty assessment
Describe any methods used to evaluate the certainty or confidence in the body of evidence for an outcome (e.g., the GRADE approach), if applicable.

Results
Study selection	
Describe the results of the search and selection process, from the number of records identified in the search to the number of studies included in the review, ideally using a flow diagram. Cite studies that might appear to meet the inclusion criteria, but which were excluded, and explain why they were excluded.

Study characteristics
Cite each included study and present its characteristics.

Risk of bias in studies
Present assessments of risk of bias for each included study.

Results of individual studies
For all outcomes, present, for each study: summary statistics for each group (where appropriate), along with an effect estimate and its precision, ideally using structured tables or plots.

Results of syntheses
For each synthesis, briefly summarize the characteristics and risk of bias among contributing studies. Present the results of all conducted statistical syntheses, investigations of possible causes of heterogeneity among study results, and sensitivity analyses performed to assess the robustness of the synthesized results.

Reporting biases
Present assessments of risk of bias due to missing results (arising from reporting biases) for each synthesis assessed.

Certainty if evidence (optional)
Present assessments of certainty (or confidence) in the body of evidence for each outcome assessed. 

Discussion
Key results
Briefly summarize the main findings.

Interpretation
Discuss the implications of the findings for patient care or future research. Highlight how the results contribute to evidence-based decision-making and systematic knowledge synthesis.

Comparison with previous studies
Compare the result of the study with previous studies.

Limitation
Discuss any limitations of the evidence included in the review and the review processes.

Implications
Discuss implications of the results for practice, policy, and future research.

Conclusion
Deduce the conclusion from the main text. If there were research hypotheses or questions in the introduction section, they should be answered.
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Fig. 1. PRISMA 2020 flow diagram for new systematic reviews which included searches of databases and registers only
*Consider, if feasible to do so, reporting the number of records identified from each database or register searched (rather than the total number across all databases/registers).
**If automation tools were used, indicate how many records were excluded by a human and how many were excluded by automation tools.
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Fig. 2. PRISMA 2020 flow diagram for new systematic reviews which included searches of databases, registers and other sources.
*Consider, if feasible to do so, reporting the number of records identified from each database or register searched (rather than the total number across all databases/registers).
**If automation tools were used, indicate how many records were excluded by a human and how many were excluded by automation tools.
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Fig. 3. PRISMA 2020 flow diagram for updated systematic reviews which included searches of databases and registers only
*Consider, if feasible to do so, reporting the number of records identified from each database or register searched (rather than the total number across all databases/registers).
**If automation tools were used, indicate how many records were excluded by a human and how many were excluded by automation tools.
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*Consider, if feasible to do so, reporting the number of records identified from each database or register searched (rather than the total number across all databases/registers).
**If automation tools were used, indicate how many records were excluded by a human and how many were excluded by automation tools.






Fig. 4. PRISMA 2020 flow diagram for updated systematic reviews which included searches of databases, registers and other sources

[bookmark: _Hlk212472760]Table 1. A brief, specific, descriptive title
	Characteristic
	Total
(n=578)
	Prophylaxis
(n=171)
	No prophylaxis
(n=407)
	P

	Age (y)
	49.0 (37.0‒56.0)
	49.0 (38.5‒57.5)
	49.0 (37.0‒56.0)
	0.21

	Male sex
	363 (62.8)
	87 (50.9)
	276 (67.8)
	<0.01

	Body mass index (kg/m2)
	22.6 (20.5‒24.6)
	22.0 (20.4‒24.5)
	22.8 (20.6‒24.7)
	0.17

	Body surface areaa)
	1.7±0.2
	1.6±0.2
	1.7±0.2
	<0.01

	Cause of ESRD
	
	
	
	0.14

	IgA nephropathy
	104 (18.0)
	23 (13.5)
	81 (19.9)
	

	Diabetes
	101 (17.5)
	32 (18.7)
	69 (17.0)
	

	Hypertension
	51 (8.8)
	19 (11.1)
	32 (7.9)
	

	ADPKD
	47 (8.1)
	17 (9.9)
	30 (7.4)
	

	Nephrotic syndrome
	43 (7.4)
	13 (7.6)
	30 (7.4)
	

	Autoimmune disease
	8 (1.4)
	4 (2.3)
	4 (1.0)
	

	Other
	38 (6.6)
	5 (2.9)
	33 (8.1)
	

	Unknown
	96 (16.6)
	30 (17.5)
	66 (16.2)
	


Values are presented as median (interquartile range) or number (%) [unless otherwise specified]. (general note)
ESRD, end stage renal disease; IgA, immunoglobulin A; ADPKD, autosomal dominant polycystic kidney disease. (abbreviation)
a)Calculated using the Du Bois formula. (notes on specific parts)
*P<0.05, **P<0.01, ***P<0.001. (notes on level of probability)
Reused (or Revised, Adapted) from the article of Gultekin et al. [4] with Elsevier. (source note)
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